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CORRECTION

Correction: Transcriptomic analysis 
of Stropharia rugosoannulata reveals 
carbohydrate metabolism and cold resistance 
mechanisms under low‑temperature stress
Haibo Hao1†, Jinjing Zhang2†, Shengdong Wu1, Jing Bai2, Xinyi Zhuo2, Jiaxin Zhang2, Benke Kuai1* and 
Hui Chen2* 
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Correction to: �AMB Express (2022) 12(1): 1–5  
https://​doi.​org/​10.​1186/​s13568-​022-​01400-2

Following publication of the original article (Hao et  al. 
2022), the authors reported an error in the author group. 
The typesetter has inadvertently missed to include the 
dagger symbol for first author. Now this has been cor-
rected with this erratum.

The original article (Hao et al. 2022) has been updated.
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